How diffusivity, thermocline and incident light intensity modulate the dynamics of Deep Chlorophyll Maximum in Tyrrhenian Sea by Valenti, D. et al.
RESEARCH ARTICLE
How Diffusivity, Thermocline and
Incident Light Intensity Modulate the
Dynamics of Deep Chlorophyll Maximum in
Tyrrhenian Sea
Davide Valenti1*, Giovanni Denaro1, Bernardo Spagnolo1,2,3, Fabio Conversano4,
Christophe Brunet4
1Dipartimento di Fisica e Chimica, Università di Palermo, Group of Interdisciplinary Theoretical Physics and
Consorzio Nazionale Interuniversitario per le Scienze Fisiche della Materia, Unità di Palermo, Palermo, Italy,
2 Istituto Nazionale di Fisica Nucleare, Sezione di Catania, Catania, Italy, 3 Radiophysics Department,
Lobachevsky State University, Nizhniy Novgorod, Russia, 4 Stazione Zoologica Anton Dohrn, Naples, Italy
* davide.valenti@unipa.it
Abstract
During the last few years theoretical works have shed new light and proposed new hypothe-
ses on the mechanisms which regulate the spatio-temporal behaviour of phytoplankton
communities in marine pelagic ecosystems. Despite this, relevant physical and biological is-
sues, such as effects of the time-dependent mixing in the upper layer, competition between
groups, and dynamics of non-stationary deep chlorophyll maxima, are still open questions.
In this work, we analyze the spatio-temporal behaviour of five phytoplankton populations in
a real marine ecosystem by using a one-dimensional reaction-diffusion-taxis model. The
study is performed, taking into account the seasonal variations of environmental variables,
such as light intensity, thickness of upper mixed layer and profiles of vertical turbulent diffu-
sivity, obtained starting from experimental findings. Theoretical distributions of phytoplank-
ton cell concentration was converted in chlorophyll concentration, and compared with the
experimental profiles measured in a site of the Tyrrhenian Sea at four different times (sea-
sons) of the year, during four different oceanographic cruises. As a result we find a good
agreement between theoretical and experimental distributions of chlorophyll concentration.
In particular, theoretical results reveal that the seasonal changes of environmental variables
play a key role in the phytoplankton distribution and determine the properties of the deep
chlorophyll maximum. This study could be extended to other marine ecosystems to predict
future changes in the phytoplankton biomass due to global warming, in view of devising
strategies to prevent the decline of the primary production and the consequent decrease of
fish species.
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Introduction
The study of the mechanisms responsible for the distribution and dynamics of phytoplankton
populations represents one of the most urgent challenges for marine ecological modeling, due
to emergent problems such as global warming and reduction of the biomass production in ma-
rine ecosystems [1]. Indeed, the variations in the growth of fish species observed in the oceans
are mainly explained by changes in the chlorophyll concentration, which is a marker of the
presence of phytoplankton populations [1–10].
During last decades specific applications of population dynamics and theoretical models
allowed to describe the behaviour at the group level, and to obtain the spatio-temporal distribu-
tions of phytoplankton populations in aquatic environments. Moreover, in recent works
[11–17], the effects of the spatial heterogeneity of the limiting factors on the diversity of phyto-
planktonic populations, along the water column, has been investigated. However, authors have
always reproduced the vertical profiles of chlorophyll concentration without taking in account
the seasonal changes of environmental variables [16, 17], such as light intensity, depth of ther-
mocline and vertical turbulent diffusivity.
In a marine ecosystem, the shape of vertical phytoplankton profiles depends on the spatial
behaviour of two limiting factors [11, 18–20], i.e. light intensity and nutrient concentration,
which allow the photosynthesis process within phytoplankton cells. Specifically, the reduction
of the light intensity, as a function of depth, associated with an opposing gradient of nutrients
allows to maintain a positive net growth rate only within the production layer. It is worth not-
ing that, despite other quantities such as turbulence and mixing play a key role on the spatio-
temporal behaviour of the phytoplankton populations, they can not be considered limiting fac-
tors because they do not contribute directly to the photosynthesis process. In general, the limit-
ing factors contribute to select different groups along the water column [11, 12, 17, 21–23],
even if both the position of the favorable layer and the magnitude of concentration peak, for
each phytoplankton population, depend on biological and physical parameters [18, 24, 25].
Specifically, light and nutrient half-saturation constants, maximum growth rate and mortality
determine the boundaries of the production layer, while its width and the peak magnitude are
connected to the vertical turbulent diffusivity and the swimming velocity of each population.
Because the vertical distributions of limiting factors change continuously during the year, due
to seasonal variations of environmental variables, the production layer for every phytoplankton
populations is highly variable [22].
In order to analyze the seasonal dynamics of phytoplankton, we recall that marine ecosys-
tems are an example of complex systems, which are open systems characterized by nonlinear
interactions among their parts and external perturbations due to environmental variables.
Complex systems are present in different scientific areas ranging from condensed matter to
econophysics and biophysics [26–50]. In the ecosystem investigated here, the continuous vari-
ability of physical parameters, observed in real data, indicates that in order to reproduce the
seasonal dynamics of phytoplankton populations it is necessary to perform a study which takes
into account relevant physical and biological issues, such as the effects of variable mixing in the
upper layer, the competition between groups occupying different layers of the water column,
and the dynamics of non-stationary deep chlorophyll maxima.
In this work, we present a theoretical approach to model the spatio-temporal behaviour
of phytoplankton abundance distribution at group level. Here, phosphorus is the nutrient com-
ponent playing the role of limiting factor for the growth of the phytoplankton populations
[17, 51, 52]. The site investigated represents an ideal habitat to analyze how ecosystem hydro-
dynamics affects the phytoplankton distribution [53]. Indeed, in this area, meso-scale hydrody-
namic structures modify seasonally the vertical profiles of nutrients and light environment
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[54], and thus indirectly control both the biomass primary production and phytoplankton
composition [53, 55–57].
The theoretical approach is based on a reaction-diffusion-taxis model, which allows to ana-
lyze and reproduce the vertical profiles of chlorophyll a concentration obtained from data sam-
pled in a site of the Tyrrhenian Sea (along the south-western Italian coast of the Mediterranean
Sea), characterized by oligotrophic conditions, during different oceanographic surveys in the
period from 24 November 2006 to 9 June 2007. In particular, the competition between phyto-
plankton populations for light and nutrient (phosphorus) has been modeled by using a system
of coupled reaction-diffusion-taxis equations. The model is able to reproduce the spatio-
temporal behaviour of five populations belonging to the picophytoplankton fraction, i.e. plank-
tonic groups whose linear size is less than 3 μm. This fraction is formed by groups belonging to
two different domains, i.e. picoprokayotes and picoeukaryotes [58–60], and takes in account,
on average, about 80% of the total chlorophyll a (chl a) and divinyl chlorophyll a (Dvchl a) in
Tyrrhenian Sea.
In order to guarantee the coexistence of the five populations along the water column, suit-
able values of biological and environmental parameters have been set in the model. Moreover,
the influence of the upper mixed layer (UML) on spatial configuration of picophytoplankton
groups is taken into account by assuming larger values of vertical turbulent diffusivity in the
UML and much smaller values in the deeper layers.
As a first step, we analyze the role of the upper mixed layer, which determines the shape of
the vertical profiles of nutrient concentration and cell concentration for all phytoplankton pop-
ulations [22, 61]. The UML is generated by variable mechanical perturbations of the water sur-
face, e.g. by wind and storms, and is characterized by the mixing intensity and the layer
thickness [62–67], which change periodically as a function of the time. As a consequence, the
abundance peak of each phytoplankton group can be localized, alternatively, closer to the
water surface or in deeper layers, during the same year. Afterwards we study, in deeper layers,
the behaviour of the vertical turbulent diffusivity, whose values change according to the season-
al changes in mean velocities of the marine currents [68]. As a third step, in order to get condi-
tions as much as possible similar to the marine ecosystem investigated, we take into account
the effects of the two main limiting factors, i.e. light intensity and phosphorus concentration,
simulating the spatio-temporal dynamics of the phytoplankton concentration, and obtaining
biomass vertical profiles at different periods of the year. Finally, in order to compare theoretical
results with field observations, the picophytoplankton cell concentrations, expressed in Cells/
m3, are converted in chl a and Dvchl a concentrations, expressed in μg/ dm3, by using the exper-
imental cellular content measured by Morel and the conversion curves obtained by Brunet
et al. [69, 70]. Goodness of agreement between theoretical chlorophyll distributions and corre-
sponding experimental profiles is evaluated for all seasons investigated, by performing statisti-
cal checks based on χ2 test.
Environmental data
The experimental data, analyzed in this work, were collected in the period from 24th November
2006 to 9th June 2007 in a sampling site (39° 30.000 N,13°30.000 E) localized in the middle of
the Tyrrhenian Sea (Fig. 1). This is a hydrological stable area of Mediterranean Sea, where oli-
gotrophic waters are mainly populated by picophytoplankton groups during the whole year.
These groups are located in Modified Atlantic Water (MAW), i.e. the upper layer of the water
column of Mediterranean Sea (from the surface down to 200 m). The MAW is placed above
the Levantine Intermediate Water (LIW), i.e. the intermediate layer of the Mediterranean
basin, and corresponds to the euphotic zone of the water column.
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In order to study the seasonal variability of physical parameters and phytoplankton concen-
trations, the experimental data were acquired at four different times (seasons) of the year, dur-
ing four different oceanographic cruises (VECTOR-TM1, November 2006; VECTOR-TM2,
February 2007; VECTOR-TM3, April 2007; VECTOR-TM4, June 2007) performed on board
of the R/V Urania of the Italian National Research Council (CNR). In addition, a more accu-
rate estimate of vertical turbulent diffusivity for the whole year was obtained by taking into ac-
count the vertical profiles of physical parameters (experimental results here not shown)
acquired during other three oceanographic cruises (VECTOR-TM6, January 2009; VENUS1,
August 2010; TYR01, October 2010). In all these oceanographic surveys, similar sampling
strategies and methodologies were used. In particular, vertical profiles of temperature, salinity
and density were acquired by using a CTD probe equipped with a fluorescence sensor, which
measured total chlorophyll concentrations. The vertical distributions of water temperature and
density, measured in the MAW, are shown in Fig. 2. In particular, vertical distributions of
water temperature were used to study the displacement of the thermocline along the water
Figure 1. Location of the sampling site (39° 300.00 N, 13°300.00 E) where the experimental data were collected. (Courtesy of Ribera d’Alcalà et al.,
2009 (Ref. [71])).
doi:10.1371/journal.pone.0115468.g001
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column as a function of time, and to determine the thickness of the upper mixed layer (UML).
Analogously, vertical distributions of water density were used to calculate the buoyancy fre-
quency of Brunt-Väisälä, necessary to estimate the vertical turbulent diffusivity in UML for all
periods of the year investigated.
The experimental profiles shown in Fig. 2 indicated the presence of an upper mixed layer,
from the surface down to the thermocline, where the temperature was characterized by values
higher than those observed in deeper layers. Conversely the density, characterized by low val-
ues within the upper mixed layer, increased below the thermocline. Finally, we note that
Figure 2. Profiles of temperature (panels a, c, e, g) and density (panels b, d, f, h) acquired in the sampling site (39° 300.00 N, 13° 300.00 E). Data were
collected during four oceanographic cruises: VECTOR-TM1, 24 November 2006 (panels a, b); VECTOR-TM2, 3 February 2007 (panels c, d); VECTOR-TM3,
22 April 2007 (panels e, f); VECTOR-TM4, 9 June 2007 (panels g, h). The black lines have been obtained by connecting the experimental points
corresponding to samples distanced of 1 meter along the water column. The total number of samples measured in the site is n = 196 for VECTOR-TM1,
n = 198 for VECTOR-TM2, n = 199 for VECTOR-TM3, and n = 196 for VECTOR-TM4.
doi:10.1371/journal.pone.0115468.g002
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experimental data indicated an increase of the thermocline depth during fall and early winter
up to reach the maximum value in February at a depth of 69 m. Vice versa, the depth of ther-
mocline decreased during early spring up to reach the minimum value in April at a depth of
13 m, maintaining shallower depths during the summer.
Nitrate, nitrite, silicate and phosphate concentrations, collected in polyethylene vials and
stored at -20 ºC, were determined by using classical methods of measurement [71–73].
Phytoplanktonic data
Phytoplankton biomass can be estimated using chlorophyll as a proxy (chlorophyll and divinyl
chlorophyll). The contribution of each phytoplankton group to the total amount of chlorophyll
is based on the experimental estimation of cellular chlorophyll a content [69, 70, 74] and the
theoretical abundance obtained from the model [16, 17]. Moreover, we performed the high-
performance liquid chromatography (HPLC) analysis of the bottle samples collected approxi-
mately at the same depths (0, 25, 50,. . . 100 meters) during the oceanographic surveys. The re-
sults of HPLC analysis showed that the average amount of phytoplankton fractions obtained
in the sampling site of Tyrrhenian Sea during the period investigated (from 24 November 2006
to 9 June 2007) were similar to those obtained from the bottle samples collected in the Strait of
Sicily in 1997 [74].
In general, phytoplankton community could be divided into three main size fractions [59,
75]: pico- (<3μm), nano- (3–20μm) and micro-phytoplankton (> 20 μm).
In the Tyrrhenian Sea, the picophytoplankton fraction amounts in average to about 80% of
the total chl a and Dvchl a, and is dominated by two groups: picoprokaryotes and picoeukar-
yotes. The picoprokaryotes domain is composed of two genera of cyanobacteria, i.e. Synecho-
coccus and Prochlorococcus, while picoeukaryotes domain is mainly represented by
haptophytes and pelagophytes [72, 76, 77]. Finally, diatoms, cryptophytes and dinophytes are
present in traces.
The nano- and micro-phytoplankton fraction accounts for about 20% of the total chl a and
Dvchl a on average, and is mainly represented by haptophytes, pelagophytes and diatoms. This
fraction is poorly present in DCM, and is almost uniformly distributed along the water
column.
In this work, we consider the spatio-temporal dynamics of picophytoplankton fraction, fo-
calizing on five groups. In particular, close to the water surface a prevalence of Synechococcus
on the others groups is observed, with Prochlorococcus concentration remaining constant with
depth. Conversely, in intermediate layers Prochlorococcus prevails respect to other populations
[70]. In particular, the ratio between the cell concentration of Prochlorococcus and Synecho-
coccus shows a significant increase as a function of depth. The vertical profiles of Prochloro-
coccus concentration have a bimodal distribution in the intermediate layers of the water
column [70, 77], indicating the coexistence of two ecotypes of this genus: high light-adapted
(HL-) ecotype and low light-adapted (LL-) ecotype. However, the spectral light requirements
of the two Prochlorococcus ecotypes do not lead to a marked vertical separation [18], even
if the former ecotype is mainly localized in the upper part of the euphotic zone between the
surface water and 90 m of depth, while the latter is mostly present at depths greater than 50 m
[70, 76, 77]. Moreover, we observe that the growth rate and the average cell concentration of
LL ecotype are lower than those of HL ecotype in Tyrrhenian Sea. Therefore, in the site investi-
gated the Prochlorococcus HL-ecotype prevails on the LL-ecotype.
It is worth to underline that heterogenous composition is also a feature of the picoeukar-
yotes domain. In particular, in a previous work [60], it has been shown how a clear segregation
along the water column of classes belonging to the picoeukaryotes domain is present in
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Mediterranean Sea. Specifically, Brunet et al. have found that haptophytes are more abundant
in shallower layers of DCM, while pelagophytes dominate deeper layers [70, 74].
On this basis, in this work we model the spatio-temporal dynamics of Synechococcus, Pro-
chlorococcus HL-ecotype, Prochlorococcus LL-ecotype, haptophytes, and pelagophytes, which
are the populations mainly present along the water column. We note that, due to different lo-
calizations along the water column, from a theoretical point of view it is possible to predict, in
the site investigated, the coexistence conditions for all these groups [12, 14, 16, 17, 22].
In view of obtaining a comparison between theoretical results and experimental data, we re-
call that phytoplankton populations are usually identified and counted by flow cytometry
using their scattering and autofluorescence properties [74]. In general, the presence of chloro-
phyll a (chl a) or divinyl chlorophyll a (Dvchl a) molecules in phytoplankton cells allows to dis-
tinguish them from non-photosynthetic particles, and to estimate the abundance of
phytoplankton populations through the conversion curves. Specifically, the analysis of pig-
ments showed the presence of chl a in all phytoplankton groups except Prochlorococcus,
which can be distinguished from the rest of the phytoplankton community because of its con-
tent of Dvchl a, whose molecular structure is almost identical to that of chl a.
The analysis of bottle samples indicates that Synechococcus contributes to more than 20%
of the total chlorophyll concentration on average in the Mediterranean Sea [70, 74]. In particu-
lar, the chl a cellular content of Synechococcus does not show appreciable variations in the
shallower layers, even if its average values change in different areas of world. Since the chl a ex-
perimental cellular content of Synechococcus in Tyrrhenian Sea has not been given in previous
works, here we used the content measured by Morel in Mauritania coast, whose value was fixed
equal to 2 fg chl a cell-1 [69].
In the Strait of Sicily, Prochlorococcus and picoeukaryotes dominate deeper layers and con-
tribute equally to the picophytoplankton biomass in terms of chl a and Dvchl a concentrations
in DCM, even if Prochlorococcus are numerically more abundant than the picoeukaryotes
[70]. In particular, the bottle samples collected in Mediterranean Sea showed that the cellular
content of chl a and Dvchl a increases in picoeukaryotes and Prochlorococcus with decreasing
light conditions [70, 78]. More specifically, in the experimental analysis performed with light
intensity ranging from a maximum value near the surface to less than 1% of the incident light
intensity below the euphotic zone (approximately 100 m of depth), picophytoplankton com-
munities display an increases in cell size and pigment content, which generally occur below the
upper mixed layer [79]. In fact, the Dvchl a cellular content of the total Prochlorococcus, in-
cluding both ecotypes, ranges between 0.25 and 2.20 fg Dvchl a cell-1 along the water column,
with a mean value exponentially increasing with depth [70]. On the other side, the mean chl a
cellular content of the picoeukaryotes ranges between 10 fg chl a cell-1 in sea surface and 660 fg
chl a cell-1 in deeper layers [70]. This conversion curve has been used to estimate chl a concen-
trations due to the presence of both picoeukaryotes groups investigated, i.e. haptophytes and
pelagophytes. The experimental results showed, for depth greater than 100 m, a considerable
decrease of the cell concentration of picophytoplankton, due to the dramatic diminution of the
light intensity. This strong reduction of cell concentration below the euphotic zone allows to
exploit the conversion curves, introduced by Brunet et al. [70], also for deeper layers, describ-
ing, without significative errors, the increase in pigment content per cell. In general, these
curves are not used for picophytoplankton groups localized close to the surface water. There-
fore, because Synechococcus are placed in shallower layers of the water column, the chl a cellu-
lar content of this genus has been fixed constant in agreement with the experimental results
obtained by other authors [69, 78, 80].
The vertical profiles of chl a concentration, measured at different times of the year in the
site analyzed in this work (localized along the south-western Italian coast of the Tyrrhenian
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Sea with coordinates 39° 30.000 N,13° 30.000 E), show a nonmonotonic behaviour (see Fig. 3)
characterized by the presence of DCM below the thermocline. The depth of DCM, i.e. the posi-
tion along the water column in which the total chl a concentration reaches the maximum
value, ranges between 63 and 84 m, while its magnitude, shape and width change as a
function of the time. In particular, the chl a concentration in DCM reaches the maximum
Figure 3. Profiles of chl a concentration acquired in the sampling site (39° 300.00 N, 13° 300.00 E). Data were collected during four oceanographic
cruises: VECTOR-TM1, 24 November 2006 (panel a); VECTOR-TM2, 3 February 2007 (panel b); VECTOR-TM3, 22 April 2007 (panel c); VECTOR-TM4,
9 June 2007 (panel d). The black lines have been obtained by connecting the experimental points corresponding to samples distanced of 1 meter along the
water column. The total number of samples measured in the site is n = 196 for VECTOR-TM1, n = 198 for VECTOR-TM2, n = 199 for VECTOR-TM3, and
n = 196 for VECTOR-TM4.
doi:10.1371/journal.pone.0115468.g003
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value (0.28 μg l-1) in late spring, when a limited mixing generates a strong stratification of the
water masses. The same phenomenon causes, in autumn, a decrease of chl a concentration in
deeper layers. This behaviour can be related with a decrease of nutrient concentration in the
DCM due to reduced mixing during summer and early fall. Finally, an increase of the width of
the DCM is observed in late fall and winter, when the vertical turbulent diffusivity increases
along the whole water column.
The experimental findings show that the chl a concentrations take on almost uniform values
in the upper mixed layer in all profiles studied (see Fig. 3). However, the biomass concentration
in UML changes during the year, showing a maximum of chl a concentration (0.10 μg l-1) in
winter. This behaviour is a direct consequence of the variability of the vertical turbulent diffu-
sivity, which reaches a maximum in February in the UML, taking on low values in other peri-
ods of the year.
Finally, in order to localize the exact position of the production layer for all picophytoplank-
ton communities, we studied the results of the HPLC analysis of the bottle samples acquired
along the water column in the site investigated (Tyrrhenian Sea), during the oceanographic
surveys. The chlorophyll a and divinyl chlorophyll a concentrations measured by the HPLC
analysis (experimental results here not shown) were compared with those obtained by the fluo-
rescence sensor, showing a good qualitative agreement.
Methods
In this section the spatio-temporal behaviour of the five picophytoplankton populations is ana-
lyzed by using a mathematical model, consisting of a system of partial derivative equations.
The analysis is performed by taking into account the intraspecific competition of each group
for light and nutrients within the euphotic zone of the water column, where physical and bio-
logical conditions are favourable for the phytoplankton growth.
The mathematical approach, based on a system of partial derivative differential equations,
allows to obtain the vertical distributions of the five picophytoplankton populations as a func-
tion of the depth, at different times. The location of the production layer of each group is
shown in Fig. 4, where a schematic representation of the mechanism underlying the phyto-
plankton dynamics is given.
The model
In this subsection, we study the dynamics of our ecosystem by using a deterministic reaction-
diffusion-taxis model [11, 12, 22]. The populations analyzed are distributed along a one-
dimensional spatial domain (z-direction) of the MAW. In particular, according to biological
requirements we assume that the phytoplankton growth is subject to the limiting effect of two
external factors, i.e. light intensity and nutrient. By this way it is possible to reproduce the dy-
namics of the cell concentration of the five populations analyzed, i.e. Synechococcus, Hapto-
phytes, Prochlorococcus HL, Pelagophytes and Prochlorococcus LL, indicated by b1(z,t),
b2(z,t), b3(z,t), b4(z,t) and b5(z,t), respectively. Moreover, the vertical distributions of the nutri-
ent concentration R(z,t) and light intensity I(z,t) are obtained. In our model we also consider
the active movement of single microorganisms, the passive movement due to the turbulence,
the specific loss rate, and the growth rate of each picophytoplankton population, which plays a
crucial role in the overall dynamics of the ecosystem. The limiting effect of light intensity and
nutrient concentration, whose values along the water column strongly affect the phytoplankton
growth rates [11, 20, 54, 81], is considered by the Monod kinetics [82]. In particular, the gross
phytoplankton growth rates per capita are given by minffIiðI ), fRiðRÞg, where fIiðI ), and
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fRiðRÞ are obtained by the Michaelis-Menten formulas
fIiðIÞ ¼ riI=ðI þ KIiÞ; ð1Þ
fRiðRÞ ¼ riR=ðRþ KRiÞ; ð2Þ
Here ri is the maximum growth rate, KIi and KRi are the half-saturation constants for light in-
tensity and nutrient concentration, respectively, of the i-th picophytoplankton group. Accord-
ing to previous studies [14, 16, 17, 22, 83], the constants depend on the metabolism of the
speciﬁc microorganisms considered. Speciﬁcally, the values of KRi and KIi determine, along the
water column, the boundaries of the production layer and the position of the maximum of cell
concentration for each population.
The specific loss rate of the i-th picophytoplankton group, due to respiration, death, and
grazing, is given bymi [11, 12, 22]. In particular, the loss rates have been estimated by using the
experimental results collected by other authors [84–87]. Afterwards, we estimated the net per
capita growth rates defined as follows
Giðz;tÞ ¼ minðfRiðRðz;tÞÞ; fIiðIðz;tÞÞÞ mi: ð3Þ
Figure 4. Scheme of the mechanism responsible for the phytoplankton distribution (modified from original figure by Alexey Ryabov). Inset: (a)
Prochlorococcus PCC 9511 (courtesy of Rippka et al., 2000 (Ref. [95])), (b) Micromonas NOUM17 (courtesy of Augustin Engman, RoryWelsh, and
AlexandraWorden).
doi:10.1371/journal.pone.0115468.g004
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The passive movement of all phytoplankton groups depends on the turbulence [22], which
is modeled by the vertical turbulent diffusivity (D(z,t)). This environmental variable changes as
a function of the time, by assuming uniformly larger values DU(t) in the upper layer and uni-
formly smaller values DD(t) in the deeper layers. The influence of the upper mixed layer on
population dynamics has been studied modifying, according to experimental findings, the
thickness of UML and the spatial behaviour of vertical turbulent diffusivity depending on the
period of the year. The gradual transition from the upper mixed layer to deeper layers has been
described in terms of the following generalized Fermi function [22]
Dðz;tÞ ¼ DDðtÞ;þ
DUðtÞ  DDðtÞ
1þ expðzZU ðtÞÞ=w ; ð4Þ
where ZU(t) is the thickness of the upper mixed layer varying with time, and the parameter w is
the width of the transient layer.
In our previous works we inserted an advection term which mimics the passive (sinking)
movement of the phytoplankton cells [16, 17, 23]. Other authors however assumed that phyto-
plankton moves along the water column upward (downward), if growing conditions are better
above than below (below than above), being motionless if no differences are present between
above and below [11]. The correctness of this choice is confirmed by the results of our theoreti-
cal analysis. This mechanism in fact contributed to improve the results of our model, allowing
to obtain a shape of the DCM in a better agreement with experimental findings. In order to bet-
ter simulate the behaviour of picophytoplankton populations and provide a more realistic de-
scription of our ecosystem, we consider therefore the active movement of the single
microorganisms by a taxis term, where the swimming velocity vi of each population is a func-
tion of the gradient of the net growth rate (@Gi(z,t)/@z) [11].
Specifically, as well as in Ref. [11], we fix positive the downward direction of the coordinate
z (increasing depth). Moreover, the swimming velocity is set positive if the motion occurs
downward, an opposite condition respect to that used in Ref. [11]. This choice causes the ap-
pearance of the minus sign in the active movement term, instead of the plus sign present in
the same term of Ref. [11]. Therefore, in order to reproduce the active movement of the i-th
picophytoplankton group, we use a step function [11], defined as vi ¼ þvsi if @Gi(z,t)/@z> 0,
vi ¼ vsi if @Gi(z,t)/@z< 0, and vi = 0 if @Gi(z,t)/@z = 0, where vsi is a constant parameter,
whose value (positive) is estimated for each population by using the same criteria adopted by
Raven [88].
With these assumptions we obtain the following differential equations for the ecosystem an-
alyzed [11, 12, 14, 22]
@biðz;tÞ
@t
¼ biminðfIiðIÞfRiðRÞÞ mibi þ
@
@z
Dðz;tÞ @biðz;tÞ
@z
 
 vi
@Giðz;tÞ
@z
 
@biðz;tÞ
@z
: ð5Þ
According to the previous analysis performed for one- and two-population ecosystems [12,
15–17, 22], the cell concentration of the i-th picophytoplankton group is subject to the follow-
ing boundary conditions:
Dðz;tÞ @bi
@z
 vibi
 
jz¼0 ¼ Dðz;tÞ
@bi
@z
 vibi
 
jz¼zb ¼ 0; ð6Þ
corresponding to the conditions of no-ﬂux both through the water surface (z = 0) and interface
MAW-LIW (z = zb).
In the model we also take into account a further quantity of nutrient, obtained by the recy-
cling process of dead phytoplankton. Furthermore we recall that, due to the turbulence
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described by the vertical turbulent diffusivity D(z,t), the nutrient along the water column un-
dergoes a mixing process. The dynamics of the nutrient concentration can be therefore mod-
eled as follows
@Rðz;tÞ
@t
¼ 
X biðz;tÞ
Yi
min ðfIiðIÞ; fRiðRÞÞ þ
@
@z
Dðz;tÞ @Rðz;tÞ
@z
 
þ
X
"imi
biðz;tÞ
Yi
; ð7Þ
where "i and 1/Yi are nutrient recycling coefﬁcient and nutrient content of the i-th picophyto-
plankton group, respectively.
According to the conditions fixed for previous population models [12, 14–17, 22, 23, 89],
nutrients are commonly supplied from the bottom. In particular, nutrient concentration at the
bottom of the water column, R(zb), is fixed at the average value Rin for the whole period investi-
gated. The boundary conditions for nutrients are therefore modeled by the following equations
@R
@z
jz¼0 ¼ 0; RðzbÞ ¼ Rin: ð8Þ
The cell concentration bi(z,t), obtained by solving the equations of the system, is then con-
verted in chlorophyll concentration chlai(z,t) for each phytoplankton group. This allows to
take into account the shading of the chlorophyll molecules, whose effect is described by the
Lamber-Beer’s law [18, 89–91]
Iðz;tÞ ¼ IinðtÞexp 
Z z
0
X
ai  chlaiðZÞ þ abg
h i
dZ
 
; ð9Þ
with light intensity being characterized by the usual exponential decrease.
In Eq. (9) ai are the chl a-normalized average absorption coefficients of the i-th picophyto-
plankton group, abg is the background turbidity, and Iin(t) is the incident light intensity at the
water surface, changing with the time due to daily and seasonal variations. Equations (5)–(9)
describe mathematically the model used to reproduce the spatio-temporal dynamics of the five
picophytoplankton populations studied in this work.
Setting of parameters
In this subsection we describe the procedure to set the values of the environmental and biologi-
cal parameters used in the model to reproduce the experimental distributions of the total con-
centration of chlorophyll (see Fig. 3), collected during the oceanographic surveys. In particular,
the parameters have been fixed in order to guarantee the coexistence of all five planktonic
groups [12, 17, 22, 23, 83], as observed in the sampling site of Tyrrhenian Sea during the period
investigated (from 24 November 2006 to 9 June 2007). Moreover, to obtain numerical results
in agreement with experimental data, we used periodical functions to simulate seasonal
changes.
The numerical values assigned to biological and environmental parameters are shown in
Table 1. In particular, the biological parameters have been set to values typical of the five popu-
lations investigated: i) maximum specific growth rates according to those measured by other
authors [84, 85, 92]; ii) specific loss rates according to experimental results given in previous
works [84–87]. Conversely, the swimming velocity and nutrient recycling coefficients have
been chosen by following different criteria respect to previous works [16, 17]. Specifically, the
magnitudes of swimming velocities of the five picophytoplankton populations are set equal to
the values obtained by Raven [88], while nutrient recycling coefficients have been calculated by
taking into account the assimilation efficiencies of the planktonic groups estimated by Thing-
stad [86].
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The half-saturation constants, KRi and KIi , for the five populations are set so that the pro-
duction layers and peaks of cell concentration are located at depths compatible with measured
values. In particular, the values of half-saturation constants KIi , chosen according to previous
experimental results [78, 93], result to be small for those populations, such as Pelagophytes and
Table 1. Parameters used in the model.
Symbol Interpretation Units Value
abg Background turbidity m
−1 0.060
a1 Average absorption coefﬁcient of Synechococcus m
2 mg chl-a −1 0.025
a2 = a4 Average absorption coefﬁcient of picoeukaryotes m
2 mg chl-a −1 0.012
a3 Average absorption coefﬁcient of Prochlorococcus HL m
2 mg chl-a −1 0.016
a5 Average absorption coefﬁcient of Prochlorococcus LL m
2 mg chl-a −1 0.027
a6 Average absorption coefﬁcient of phytoplankton > 3µm m
2 mg chl-a −1 0.020
r1 Maximum speciﬁc growth rate of Synechococcus h
−1 0.058
r2 Maximum speciﬁc growth rate of Haptophytes h
−1 0.079
r3 Maximum speciﬁc growth rate of Prochlorococcus HL h
−1 0.088
r4 Maximum speciﬁc growth rate of Pelagophytes h
−1 0.096
r5 Maximum speciﬁc growth rate of Prochlorococcus LL h
−1 0.031
KI1 Half-saturation constant of light-limited growth of Synechococcus µmol photons m
−2 s−1 70.00
KI2 Half-saturation constant of light-limited growth of Haptophytes µmol photons m
−2 s−1 90.00
KI3 Half-saturation constant of light-limited growth of Prochlorococcus HL µmol photons m
−2 s−1 40.00
KI4 Half-saturation constant of light-limited growth of Pelagophytes µmol photons m
−2 s−1 35.00
KI5 Half-saturation constant of light-limited growth of Prochlorococcus LL µmol photons m
−2 s−1 6.00
KR1 Half-saturation constant of nutrient-limited growth of Synechococcus mmol phosphorus m
−3 0.00001
KR2 Half-saturation constant of nutrient-limited growth of Haptophytes mmol phosphorus m
−3 0.00004
KR3 ¼ KR5 Half-saturation constant of nutrient-limited growth of Prochlorococcus HL mmol phosphorus m−3 0.00200
KR4 Half-saturation constant of nutrient-limited growth of Pelagophytes mmol phosphorus m
−3 0.01190
m1 Speciﬁc loss rate of Synechococcus h
−1 0.014
m2 = m4 Speciﬁc loss rate of picoeukaryotes h
−1 0.010
m3 = m5 Speciﬁc loss rate of Prochlorococcus h
−1 0.011
1/Y1 Nutrient content of Synechococcus mmol phosphorus cell
−1 2.86 × 10−14
1/Y2 = 1/Y4 Nutrient content of picoeukaryotes mmol phosphorus cell
−1 2.00 × 10−12
1/Y3 = 1/Y5 Nutrient content of Prochlorococcus mmol phosphorus cell
−1 1.33 × 10−13
c1 Chl-a cellular content of Synechococcus fg chl-a cell
−1 2.00
c2 = c4 Chl-a cellular content of picoeukaryotes (as a function of depth) fg chl-a cell
−1 10.00 − 660.00
c3 = c5 Dvchl-a cellular content of Prochlorococcus (as a function of depth) fg Dvchl-a cell
−1 0.25 − 2.20
ε1 Nutrient recycling coefﬁcient of Synechococcus dimensionless 0.51
ε2 = ε4 Nutrient recycling coefﬁcient of picoeukaryotes dimensionless 0.52
ε3 = ε5 Nutrient recycling coefﬁcient of Prochlorococcus dimensionless 0.52
vs1 Magnitude of swimming velocity of Synechococcus m h
−1 0.000088
vs2 ¼ vs4 Magnitude of swimming velocity of picoeukaryotes m h−1 0.000098
vs3 ¼ vs5 Magnitude of swimming velocity of Prochlorococcus m h−1 0.000039
zb Depth of the water column m 200
Rin Nutrient concentration at zb mmol phosphorus m
−3 0.204
The values of the biological and environmental parameters are those typical of ﬁve picophytoplankton populations that coexist in the Tyrrhenian Sea
during the whole year (Refs. [16–18, 69, 70, 74, 78, 84, 85, 85–88, 92, 93]).
doi:10.1371/journal.pone.0115468.t001
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Prochlorococcus LL, which are better adapted to low light intensities. On the other side, the
half-saturation constants KRi are set at low values for those populations, such as Synechococcus
and Haptophytes, which are better adapted to low nutrient concentrations. As a consequence,
the peaks of abundance of Pelagophytes and Prochlorococcus LL are localized, along the water
column, deeper than those of the Synechococcus and Haptophytes. All half-saturation con-
stants are set to the same values for the whole period investigated (see Table 1). Finally we
note that the values chosen for KRi ensure, during the whole year, phosphorus concentrations
sufficient for the survivance of the picophytoplankton groups located in the shallower layers
[14, 12].
The nutrient contents of the picophytoplankton groups, 1/Yi, are fixed to the same values
for all sampling periods (see Table 1). The values of these parameters have been estimated
for Synechococcus and Pelagophytes by using previous works [93, 94], while no data are avail-
able for the other picophytoplankton groups. Therefore, in order to obtain cell concentrations
in agreement with the experimental findings, we set the nutrient contents of Haptophytes
and Prochlorococcus (both ecotypes) in such a way to respect, for the ratios of the average con-
centrations of different populations, the values experimentally observed in the Strait of Sicily
[70, 74].
The chl a-normalized average absorption coefficients have been estimated by using the light
absorption spectra obtained by other authors from analyses on phytoplankton cultures [18, 78,
95]. Specifically, the values used in the model are in agreement with the absorption coefficients
measured by Brunet et al. in Gulf of Naples [96].
The environmental parameters have been chosen to reproduce the marine ecosystem of
the Tyrrhenian Sea during the whole year. The water column depth used in the model is fixed
equal to that estimated for the MAW (200 m). The vertical turbulent diffusivity in the deep
layers DD(t) changes as a function of the time [68], taking on values typical of weakly mixed
waters (DD(t) 6.0 cm2 s-1, in all seasons). In particular, in order to better reproduce the ex-
perimental profiles, we fixed the vertical turbulent diffusivity in the deeper layers (see Table 2),
using theoretical values in agreement with previous works [17, 22, 23, 68]. Conversely, in the
upper mixed layer the diffusivity DU(t) takes on, during the year, different values which can be
estimated by exploiting methods adopted by other authors in marine ecosystems [63–67, 97].
Specifically, to obtain DU for each sampling period, we used the expression of Denman and
Gargett [64]
DU ¼ 0:25N2; ð10Þ
where  and N are the turbulent kinetic energy dissipation rate in UML and the buoyancy fre-
quency, respectively.
The turbulent kinetic energy dissipation rate is calculated by using the following expression
of Turner [64, 98]
 ¼ u3=ðk  ZUÞ; ð11Þ
where u is the turbulent friction velocity in the water surface, k = 0.4 is the von Karman con-
stant, and ZU is the thickness of the upper mixing layer. The turbulent friction velocity is esti-
mated by the monthly average wind speed measured at 10 m above the sea surface, available on
the web site of the CISL Research Data Archive (http://rda.ucar.edu/datasets/ds540.1/). More-
over, according to previous works [62, 64], we consider the thickness of the upper mixing layer
ZU equals to the minimum between the turbulent Ekman layer thickness Ze and the depth, Zt,
of the thermocline. The former is calculated using the turbulent friction velocity in the water
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surface and the Coriolis parameter estimated in the site analyzed, the latter is obtained by the
vertical proﬁle of temperature acquired in situ for each sampling period.
The buoyancy frequency N can be calculated directly by the vertical profile of water density
as follows
N2 ¼ ðg=rwÞ 
@rðzÞ
@z
; ð12Þ
where g is the gravity acceleration, ρw is the density of the sea water, and
@rðzÞ
@z
is the vertical den-
sity gradient between the UML and the deeper layers of the water column.
By this way, the vertical turbulent diffusivity DU and thickness ZU of the UML were estimat-
ed by using the experimental profiles of temperature and density, collected in the sampling site
(39°30.000N,13°30.000E) during the oceanographic surveys (see subsection Environmental
Table 2. Monthly average values of vertical turbulent diffusivity in deeper layers (DD) and in upper mixed layer (DU), thickness of the upper
mixing layer (ZU) and incident light intensity (Iin).
Month DD(m2 h−1) DU(m2 h−1) ZU(m) Iin(µmol ph. m−2s−1)
January 1.059 5.503 70.311 433.058
February 0.903 9.277 58.849 623.864
March 0.699 6.722 37.308 904.648
April 0.513 4.169 16.490 1154.665
May 0.684 3.148 17.250 1369.813
June 0.889 2.652 22.260 1518.738
July 0.900 2.198 20.886 1526.101
August 0.947 1.828 19.925 1336.145
September 1.357 2.140 25.247 1020.497
October 1.845 2.597 31.944 726.194
November 2.056 2.462 44.784 463.077
December 1.601 3.032 59.981 364.566
doi:10.1371/journal.pone.0115468.t002
Figure 5. Spatio-temporal behaviour of vertical turbulent diffusivity (left panel) and light intensity (right panel) simulated for the sampling site
(39° 300.00 N, 13°300.00 E). The values of the parameters are those of Table 2.
doi:10.1371/journal.pone.0115468.g005
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data). The vertical profile of diffusivity, along the whole water column, was obtained for each
sampling period by using Eq. (4). The spatio-temporal behaviour of the vertical turbulent diffu-
sivity has been reproduced by interpolating the theoretical results obtained for all periods of
the year investigated (see Fig. 5a). Specifically, the daily dynamics of diffusivity was simulated
by using a step function. The monthly average values of the vertical turbulent diffusivity DU
and thickness ZU of the UML are given in Table 2. The light intensity at the water surface,
Iin(t), was estimated for all days of the year, taking into account the daily average values avail-
able on the NASA web site (http://eosweb.larc.nasa.gov/sse/RETScreen/). The spatio-temporal
behaviour of the incident light intensity is shown in Fig. 5b, while the monthly average values
are given in Table 2. Finally, nutrient concentrations at depth zb were fixed at the average value
of phosphorus concentration (Rin = 0.204 mmol m
-3) obtained by analyzing the bottle samples
collected in the site investigated during the oceanographic surveys.
Results
The theoretical distributions of cell concentration for the five picophytoplankton populations
were obtained by solving numerically Eqs. (5)–(9). In particular, we used a numerical method,
whose computer implementation consists in a C++ program, based on an explicit finite differ-
ence scheme with centered-in-space differencing for the diffusion term and upwind differenc-
ing for the taxis term. The increment of the spatial variable and the time step are set at 0.5 m
and 0.05 h, respectively. Specifically, these values are chosen such as to obtain the stability con-
ditions for both differencing terms. Moreover, on the basis of the stability analysis performed
according to previous works [99–104], the convergence of the whole finite difference equations
is guaranteed [100, 103, 104].
As initial conditions, we assumed for each picophytoplankton group a small cell concentra-
tion uniformly distributed along the water column in agreement with Ryabov et al. [22], while
the nutrient concentration is fixed equal to zero from the water surface to the thermocline,
with a linear increase below this point up to the interface MAW-LIW.
The equation system (5)–(9) is integrated over a period of approximately eleven years. The
solution, after nine years, reaches a stationary regime characterized by a periodical behaviour.
Therefore, setting as an integration time tmax = 10
5 h, we obtain steady seasonal driven oscilla-
tions of picophytoplankton abundances and nutrient concentration corresponding to all peri-
ods experimentally investigated (four data sets at different times within one year (see Fig. 3)).
The numerical results are shown in Fig. 6. Here, it is possible to observe the presence of the
chlorophyll peak for Haptophytes, Prochlorococcus HL and Pelagophytes in intermediate lay-
ers of MAW, in correspondence of the experimental DCM (see Fig. 3), during the whole year.
In particular, the cell concentrations of Prochlorococcus HL and Pelagophytes decrease during
late fall and winter, with a strong enhancement in spring and summer seasons. These theoreti-
cal results are in agreement, not only with our field observations, but also with experimental
data previously obtained in the Strait of Sicily and the Bay of Naples [59, 70, 74]. Moreover, a
Synechococcus abundance peak is always observed close to the surface water in correspon-
dence of the upper mixed layer. Specifically, the cell concentration of Synechococcus increases
during the late fall up to reach a maximum value in winter season, while decreases between
early spring and late summer. The peak of Prochlorococcus LL cell concentration is localized
in deeper layers, where it takes on very low values during the whole year (see Fig. 6), according
to experimental data collected in Tyrrhenian Sea during the last years.
In general, the numerical results show that the high cell concentration of Synechococcus
and Haptophytes, observed during late fall and winter, is accompanied by a decrease in the
abundance of the other groups localized in deeper layers [14, 83]. Vice versa, Prochlorococcus
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and Pelagophytes dominate the water column in spring and summer seasons, when their pres-
ence in the deeper layers inhibits the nutrient uptake for the groups localized in UML. Also in
this case, the theoretical results are in agreement with the experimental data acquired during
the period investigated. Finally, we note that the nutrient concentration show the typical be-
haviour experimentally observed in bottle samples acquired during the oceanographic surveys.
Specifically, the phosphorus concentration remains almost constant close to the interface
MAW-LIW in all seasons.
We recall that the experimental profiles for chl a concentrations are expressed in μg/dm3
(see Fig. 3). As a consequence, in order to compare the theoretical results with the experimental
findings, the numerical cell concentrations of the five populations (expressed in cells/m3) were
converted into chl a and Dvchl a concentrations, setting the cellular content of Synechococcus
Figure 6. Spatio-temporal behaviour of the five picophytoplankton groups and phosphorus concentrations simulated by the model. The contour
maps show the cell concentrations of (a) Synechococcus, (b) Haptophytes, (c) Prochlorococcus HL, (d) Pelagophytes, (e) Prochlorococcus LL and (f)
nutrient. The values of the parameters used in the model are those shown in Tables 1 and 2.
doi:10.1371/journal.pone.0115468.g006
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equal to 2 fg chl a cell-1 [69], and using the curves of mean vertical profile for the other groups
[70, 74]. The theoretical profiles, resulting by the conversion performed for each picophyto-
plankton group, are shown in Fig. 7.
It is worth to recall that the structure of the chlorophyll amolecule is almost identical to that
of divinyl chlorophyll a, therefore we can sum their concentrations (without introducing signifi-
cant errors) to obtain the theoretical equilibrium profiles for the total chl a and Dvchl a concen-
tration. Moreover, we performed the HPLC analysis on the content of the bottle samples
collected in the same site of the Tyrrhenian Sea during different periods of the year, observing
the presence of diatoms, cryptophytes and dinophytes in traces. As a consequence their contri-
bution to the total chlorophyll a concentration can be neglected. Conversely, it has been
Figure 7. Spatio-temporal behaviour of chl a andDvchl a concentrations.Contour maps show the content of chlorophyll for (a) Synechococcus, (b)
Haptophytes, (c) Prochlorococcus HL, (d) Pelagophytes, (e) Prochlorococcus LL and (f) all phytoplankton groups in the sampling site (39° 300.00 N, 13°
300.00 E). The values of the parameters used in the model are those shown in Tables 1 and 2.
doi:10.1371/journal.pone.0115468.g007
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estimated that the fraction of nano- and micro-phytoplankton (> 3μm) accounts about for
20% of the total quantity of chl a and Dvchl a. On the basis of the bottle samples analyzed, the
total amount of chl a and Dvchl a can be considered uniformly distributed in the MAW. Thus,
following the same procedure as in previous works [15–17, 89], we calculated the mean chloro-
phyll concentration of nano- and micro-phytoplankton and divided it by the length of the
water column, obtaining Δb(Dv)chl a, which is a constant value of chlorophyll concentration
along the whole water column, due to other phytoplankton groups present in the site investi-
gated [16, 17]. In particular the mean chlorophyll concentration of nano- and micro-phyto-
plankton is obtained averaging on both space (the first 200 meters of the water column) and
time (the whole period during which the four samplings were performed, i.e. from 24 Novem-
ber 2006 to 9 June 2007). Therefore, we added the numerical concentrations with Δb(Dv)chl a
and obtained, for the total chl a and Dvchl a concentration, the spatio-temporal behaviour
shown in Fig. 7. Here, we note that the DCM is present during the whole year, even if a strong
increase of chlorophyll concentration is observed in the surface layer during late fall and win-
ter, when the total average chl a and Dvchl a concentration reaches a maximum value equal to
0.10 μg/l. These results are in agreement with the experimental profiles collected during the
oceanographic surveys considered in this work. In particular, they indicate that the upwelling
of nutrients along the water column, due to an increase of vertical turbulent diffusivity in UML
during late fall and winter, supports the growth of Synechococcus and Haptophytes, determin-
ing an increase of the total chl a and Dvchl a concentration in the shallower layers. Conversely,
the numerical results show in the same period a strong decrease of the total chl a and Dvchl a
concentration in the intermediate and deeper layers of the water column, due to a reduced mix-
ing below the thermocline. This causes a decrease of surface total chl a concentration in the
MAW (from the surface down to 200 m) up to reach the minimum value in April (see Fig. 8).
Finally, we compared the experimental profiles acquired during oceanographic surveys
(VECTOR-TM1, 24 November 2006; VECTOR-TM2, 3 February 2007; VECTOR-TM3, 22
April 2007; VECTOR-TM4, 9 June 2007) with the theoretical distributions extracted by contour
maps (see Fig. 7) in correspondence of the same sampling periods. The results, shown in Fig. 9,
indicate the presence of a good agreement between experimental data (green line) and numerical
results (red line) in all seasons. In particular, by performing the goodness-of-fit test χ2, we ob-
tained the best reduced chi-square, ~w2 ¼ 0:0014, in winter (3 February 2007), when the vertical
turbulent diffusivity reaches the maximum value in upper mixed layer. In other sampling peri-
ods, the results of χ2 test (see Table 3) indicate a worse agreement between theoretical and experi-
mental profiles, even if the reduced chi-square ~w2 takes on values comparable with those
obtained in previous works, where two-population models were used to study the phytoplankton
dynamics in summer season [17, 23, 89]. Specifically, the numerical results in the upper mixed
layer show a good agreement with the experimental data in all sampling periods except for au-
tumn (see Fig. 9). Vice versa, in deeper layers, the χ2 test indicates that the magnitude of the total
chl a and Dvchl a concentration close to the DCM is underestimated in autumn (24 November
2006) and in late spring (9 June 2007), while it is overestimated in early spring (22 April 2007).
In order to better analyze the effects of seasonal changes on the phytoplankton dynamics,
we studied the behaviour of magnitude, depth and width of the DCM as a function of the time
(see Fig. 10). The numerical results show that the magnitude of total chl a and Dvchl a concen-
tration increases in DCM between autumn and winter (see Fig. 10), due to the enhancement of
the vertical turbulent diffusivity in UML. During the spring, the reduced mixing in deeper lay-
ers generates an increase of magnitude of the DCM, which reaches a maximum value in June.
Afterwards, the persistent weak mixing leads to a decrease of nutrient concentration along the
whole water column (see Fig. 11), which causes the total chl a and Dvchl a concentration to di-
minish between summer and early autumn in UML. The numerical results are in agreement
Dynamics of Deep Chlorophyll Maximum in Tyrrhenian Sea
PLOSONE | DOI:10.1371/journal.pone.0115468 January 28, 2015 19 / 31
with experimental findings during the whole period investigated except for the sampling of
April.
The analysis of the theoretical results also shows an increase of the depth of the DCM be-
tween late fall and late spring. Specifically, the maximum value of total chl a and Dvchl a con-
centration is observed at 82 m of depth in June. This behaviour is due to an enhancement of
the thickness of the upper mixing layer in autumn, followed by a strong reduction of the mix-
ing in the surface waters between winter and early spring. Vice versa, during the same period,
the width of the DCM decreases up to reach a minimum value of 31 m in spring, when the lim-
ited mixing in the deeper layers generates a strong stratification of the water masse, which per-
sists in summer and early fall. The numerical results give values of depth and width of the
DCM in a very good agreement with the experimental findings for all sampling periods.
We note, however, that the small discrepancies between theoretical and experimental distri-
butions can be explained considering three different elements: i) the difficulty to find the cor-
rect value for the vertical turbulent diffusivity in the UML during autumn, when the turbulent
kinetic energy dissipation rate can increase in unpredictable way and the methods used in this
study can give values of DU lower than those postulated for the real marine ecosystems; ii) the
lack of experimental data on the fluctuating velocity components, required to estimate the
Figure 8. Surface total chl a density as a function of time. Red line shows, for a yearly cycle with a time resolution of one month, the surface total chl-a
density obtained by integrating the theoretical profiles of the total chl a and Dvchl a concentration over the MAW (from the surface down to 200 m). The
experimental data (green points) for the site analyzed (39° 300.00 N, 13°300.00 E) are those acquired in correspondence of the four sampling periods
(VECTOR-TM1, 24 November 2006; VECTOR-TM2, 3 February 2007; VECTOR-TM3, 22 April 2007; VECTOR-TM4, 9 June 2007).
doi:10.1371/journal.pone.0115468.g008
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vertical turbulent diffusivity in deeper layers (DD) during the year; iii) the half-saturation con-
stants of the nutrient-limited growth are assumed constant, for the whole year, without taking
in account their periodical fluctuations due to the seasonal variations of the turbulent kinetic
energy dissipation rate. Therefore, in order to better reproduce the vertical profiles of the total
chl a and Dvchl a concentration, we would need an accurate estimate of some physical vari-
ables, i.e. the turbulent kinetic energy dissipation rate and fluctuating velocity components,
Figure 9. Theoretical distributions (red line) and experimental profiles (green line) of the total chl a andDvchl a concentration. The numerical
results, obtained by the five-population model and given as a function of the depth, are compared with the experimental data collected in the sampling site
(39° 300.00N, 13°300.00E), during the oceanographic surveys: VECTOR-TM1, 24 November 2006 (panel a); VECTOR-TM2, 3 February 2007 (panel b);
VECTOR-TM3, 22 April 2007 (panel c); VECTOR-TM4, 9 June 2007 (panel d).
doi:10.1371/journal.pone.0115468.g009
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whose experimental values are not available. Finally we note that an alternative theoretical ap-
proach could be based on the Droop model, which permits to derive the half-saturation con-
stants of the nutrient-limited growth from mechanisms of nutrient uptake, allowing to
reproduce their dynamical changes [105].
In conclusion, the five-population model devised is able to mimics the spatio-temporal be-
haviour of the picophytoplankton groups when regarding the resulting conversion into total
chlorophyll a vertical profile. On the other hand, the study indicates that a further improvement
is possible, in view of obtaining theoretical prediction in a still better agreement with field
observations.
Discussion
In this work we presented a study on spatio-temporal dynamics of phytoplankton in a real ma-
rine ecosystem. The work included the analysis of vertical distributions of chlorophyll concen-
trations obtained from data sampled, at different times of the year, in a site of the Tyrrhenian
Sea, along the south-western Italian coast. The data analysis showed that the properties of chlo-
rophyll profiles depend on the sampling period, evidencing the presence of a strong correlation
with the seasonal changes of environmental variables. Moreover, in order to provide a theoreti-
cal description of the spatio-temporal behaviour of chlorophyll concentration, we introduced a
one-dimensional model [15–17, 89] for the seasonal distribution of phytoplankton groups in a
marine ecosystem. In particular, we focused on five picophytoplankton populations, belonging
to two different domains, i.e. picoeukaryotes and picoprokaryotes, which account about for
80% of the average value of total chlorophyll in Tyrrhenian Sea and represent the whole smaller
size fraction (less than 3 μm) of the phytoplankton biomass. The theoretical analysis allowed to
get the cell concentration distributions along the water column, in a fixed marine site, during a
period of eleven years, providing a clear idea of the spatio-temporal dynamics of picophyto-
plankton concentration. Specifically, we analyzed the theoretical profiles of phytoplankton
abundances, obtained at four different times, corresponding to the periods of the year during
which the experimental chlorophyll data were sampled. We devised our model, taking into ac-
count the biological and environmental properties of the marine ecosystem investigated. In-
deed the site analyzed is characterized by oligotrophic waters, typical of Tyrrhenian Sea. Here,
the chlorophyll concentration decreased during the last years due to a reduced abundance of
nutrients in the upper mixed layer, generated by a more stable stratification of the Mediterra-
nean basin [1, 106, 107]. Therefore the surface mixed layer is depleted in nutrients, and subsur-
face maxima of chlorophyll concentration are often found. Such deep chlorophyll maxima
Table 3. Results of χ2 and reduced chi-square (χ˜2) goodness-of-ﬁt test for the site investigated in
correspondence of the four sampling periods.
Sampling day χ2 χ˜2
24 November 2006 1.17 0.0060
3 February 2007 0.28 0.0014
22 April 2007 1.32 0.0068
9 June 2007 1.31 0.0067
The number of samples, used for the test and distanced of 1 m, is n = 200 corresponding to consider from
the surface the ﬁrst 200 m of depth.
doi:10.1371/journal.pone.0115468.t003
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(DCMs) are permanent features in many tropical and subtropical oceans [16, 89, 108–112].
Moreover, seasonal DCMs commonly develop in temperate regions [16, 89, 111, 113, 114] and
even in polar oceans [115], when the surface layer are depleted in nutrients at the beginning of
the summer season. In the southern Tyrrhenian Sea, blooms are not enough to suggest an in-
crease in phytoplankton abundance associated to the upwelling process during the winter, even
Figure 10. Magnitude, depth, and width of the DCM, as a function of time.Red lines indicate theoretical results obtained for a yearly cycle with a time
resolution of one month. Green points indicate experimental data acquired in the site analyzed (39° 300.00 N, 13°300.00 E) in correspondence of the four
sampling periods (VECTOR-TM1, 24 November 2006; VECTOR-TM2, 3 February 2007; VECTOR-TM3, 22 April 2007; VECTOR-TM4, 9 June 2007).
doi:10.1371/journal.pone.0115468.g010
Figure 11. Phosphorus concentration at different depths as a function of time. The figure shows, for a yearly cycle, the theoretical results of
phosphorus concentration at 0 m (black line), 25 m (brown line), 50 m (green line), 75 m (pink line) and 100 m (blue line) of depth.
doi:10.1371/journal.pone.0115468.g011
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if an increase of chlorophyll concentration is observed in the upper mixed layer during late fall
and early winter [53, 116].
Our theoretical analysis, based on a one-dimensional reaction-diffusion-taxis model, is de-
voted to understand the deep mechanisms which govern the phytoplankton dynamics. We
therefore outlined a general approach to predict the spatio-temporal behaviour of chlorophyll
distributions in marine ecosystems. For this purpose we took into account the biological and
environmental characteristics of a specific ecosystem, using parameter values biologically and
physically meaningful, which allow to reproduce the chlorophyll distributions measured dur-
ing oceanographic surveys. We therefore reproduced the spatio-temporal dynamics of the total
chl a and Dvchl a concentration by taking into account the effects of seasonal variations of envi-
ronmental variables. In particular, we solved the equations of our model, considering the spa-
tio-temporal behaviour of the vertical turbulent diffusivity, D(z,t), which is simulated by using
the methods adopted in previous works [22, 61, 64]. Specifically, the vertical turbulent diffusiv-
ity in the upper mixed layer, DU, was estimated by taking into account the seasonal changes oc-
curring in the following quantities: i) average wind speed above the sea surface; ii) depth of the
thermocline; iii) vertical profile of salinity [62–65, 67, 98]. On the other side, the vertical turbu-
lent diffusivity in the deeper layers, DD, was fixed such as to mimic the hydrodynamic condi-
tions of the marine ecosystem investigated in all periods considered [71]. In general, the values
obtained for the vertical turbulent diffusivity, along the water column, ensure the absence of in-
trinsic oscillations of the picophytoplankton populations in all seasons, maintaining the system
far from the chaos [13, 22]. The other environmental variables were estimated by analyzing the
experimental data acquired during the four sampling periods. Finally, the biological parameters
were fixed according to previous experimental findings [84–87, 93, 94].
By solving the equations of our model, we obtained the spatio-temporal behaviour of the
abundance of each phytoplankton population, expressed in number of cells/m3. We note that
the parameter setting allowed to obtain the coexistence of five groups, i.e. Synechococcus, Hap-
tophytes, Prochlorococcus HL, Pelagophytes and Prochlorococcus LL, along the whole water
column. This is in agreement with the experimental findings which reveal the presence of the
same five picophytoplankton populations in the bottle samples collected in the site (Tyrrhenian
Sea) analyzed in this work. Moreover, no bistability phenomenon was observed, varying the
initial conditions for phytoplankton abundance and nutrient.
In order to compare theoretical and experimental distributions, the numerical results giving
the phytoplankton abundances were converted in chl a and Dvchl a concentrations, obtaining
the theoretical chlorophyll distributions [69, 70]. These profiles, according to the experimental
ones, resulted to be strongly dependent on the period considered. In particular, from a qualita-
tive point of view, the DCM (both observed and predicted) presented a width of few meters
during the spring and summer seasons, when the behaviour of the vertical turbulent diffusivity
guarantees the condition of weakly mixed waters along the whole water column. Vice versa,
during late autumn, both experimental and theoretical chlorophyll profiles show the presence
of a broadening in the DCM, corresponding to an increase of the vertical turbulent diffusivity
in the deeper layers. Finally, during the winter, the theoretical profiles were characterized by
high values of the total chl a and Dvchl a concentration above the thermocline, which can be re-
lated to the strong enhancement of the mixing (modeled by high values of the vertical turbulent
diffusivity) in the shallower layers. In general, the numerical results showed that the thickness
of DCM was comparable with that observed in the experimental data for all sampling periods.
From a quantitative point of view, the χ2 goodness-of-fit test indicated the presence of a
good agreement between experimental and theoretical findings during the whole period ana-
lyzed. In particular, the statistical test showed that the best reduced chi-square is obtained in
winter season, when the upwelling of nutrient occurs, due to an increase of vertical turbulent
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diffusivity in the upper mixed layer. Results not shown here indicated that the worst value of χ2
test is obtained by setting the diffusivity in the UML at a constant value during all the year, that
is neglecting seasonal variations. Moreover, we studied the spatio-temporal behaviour of only
two (Prochlorococcus HL and Pelagophytes) or three picophytoplankton populations (Pro-
chlorococcus HL, Pelagophytes, and Prochlorococcus LL) localized in intermediate layers of
the water column. In these cases, the results of of χ2 test showed a worse agreement with exper-
imental data respect to the five-populations model. Specifically, theoretical results (here not re-
ported) indicated that the high concentration of chlorophyll a close to the water surface, during
late fall and winter, can be explained only with the presence of Synechococcus and Hapto-
phytes. On the other side, the correct theoretical chlorophyll-a distributions can not be ob-
tained in springer and summer, without considering Prochlorococcus and Pelagophytes. It is
interesting to note that, within the Prochlorococcus genus, the ecotype LL gives a quite small
contribution to theDvchl a concentration. An effective theoretical study could be therefore per-
formed also using a four-population model. Anyway, the five-population model allows: i) to
consider the main populations present in the water column; ii) to obtain from the model the
prevalence in abundance of Prochlorococcus HL on Prochlorococcus LL, according to field ob-
servations in Tyrrhenian Sea.
This analysis clearly indicates that the model is able to reproduce experimental data, if the
time evolution of the diffusivity and, in general, of environmental parameters is included in
the equations. Moreover, we note that this model represents an effective predictive tool, able
to reproduce the chlorophyll distributions measured during four different oceanographic sur-
veys. We note that a partial mismatch between predicted and observed chlorophyll profiles
appears in the deeper layers during late fall and early spring. This suggests that a better model-
ing needs a deeper knowledge of environmental parameters such as: i) the values of the vertical
turbulent diffusivity in the deeper layers; ii) the dependence of the half-saturation constants,
KRi , on seasonal variations of the turbulent kinetic energy dissipation rate; iii) the displace-
ments of the phytoplankton biomass along the water column, due to the internal wave motion
and Langmuir circulation [64, 67]; iv) the inflow and outflow of nutrients and chlorophyll
coming from adjacent sites, if the marine ecosystem is considered as a habitat with three
dimensions.
Moreover, a deeper knowledge of the biological mechanism through which the phytoplank-
ton cells absorb nutrients would be necessary. In particular, we could consider the idea that the
growth rate of picophytoplankton groups depends on intra-cellular nutrient concentration or
cell quota (Droop model), instead of the extra-cellular available nutrient [117]. In this case, the
uptake nutrient term of Eq. (7) would be replaced by a new term that takes into account both
the extra-cellular nutrient concentration and the cell quota. In general, the theoretical results
obtained by Droop model are in agreement with the results of experiments performed with
phytoplankton cells in the presence of phosphorus and other nutrients. In particular, the exper-
imental findings have shown that the growth rate is more closely related to the intra-cellular
nutrient concentration than to the external one [117]. The Droop model however does not
allow to use the Liebig’s minimum law, which permits to take into account the contemporary
presence of two limiting factors, i.e. light intensity and nutrient concentration, which plays a
crucial role in the overall dynamics of phytoplankton populations. All biological and environ-
mental factors contribute to determine the spatio-temporal dynamics of phytoplankton distri-
butions and, therefore, of chlorophyll profiles. In particular, the internal wave motion
generates an oscillating movement of the phytoplankton biomass around the thermocline with
a maximum amplitude of 15 m near the continental shelf of the oceans, while the Langmuir cir-
culation determines a circular motion of planktonic groups in the first 5 m of the water
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column. These phenomena are usually neglected because of their limited impact on the overall
phytoplankton dynamics [64]. Including them in the model could contribute however to im-
prove theoretical predictions for phytoplankton distributions.
In conclusion, the model presented in this paper showed to be a valid candidate to predict
the spatio-temporal dynamics of vertical chlorophyll distributions in a marine ecosystem. Al-
though the model was devised and calibrated for oligotrophic marine waters, the analysis per-
formed could be applied to other contexts with different levels of eutrophication, allowing to
extend the theoretical investigation to marine sites close to the coast. A further extension of
this model could be the inclusion of zooplankton populations and higher trophic levels in view
of reproducing the seasonal dynamics of fish species [22]. As a final remark we wish to under-
line that the studies devoted to model and reproduce the dynamics of phytoplankton popula-
tions are of paramount importance, in view of predicting the effects of global warming on these
microorganisms, and devising strategies to prevent the decline of the primary production with
the consequent decrease of fish species [8, 17, 89].
Acknowledgments
Authors are thankful to Prof. Dr. Lutz Schimansky-Geier, Prof. Dr. Horst Malchow, and Dr.
Michael Bengfort for useful discussions and suggestions.
Author Contributions
Conceived and designed the experiments: FC CB. Performed the experiments: FC CB. Ana-
lyzed the data: GD DV BS. Contributed reagents/materials/analysis tools: FC CB. Wrote the
paper: DV GD BS FC CB. Designed the software used to solve numerically the equations of the
system: GD DV BS.
References
1. Patti B, Guisande C, Bonanno A, Basilone G, Cuttitta A, et al. (2010) Role of physical forcings and nu-
trient availability on the control of satellite-based chlorophyll a concentration in the coastal upwelling
area of the Sicilian Channel. Sci Mar 74(3). doi: 10.3989/scimar.2010.74n3577
2. Jennings S, Kaiser MJ, Reynolds JD (2001) Marine Fisheries Ecology. Blackwell Science, Oxford.
doi: 10.1002/9781119968535.ch21
3. Bopp L, Monfray P, Aumont O, Dufresne JL, Treut HL, et al. (2001) Potential impact of climate change
on marine export production. Global Biogeochem Cy 15: 81–99. doi: 10.1029/1999GB001256
4. Cuttitta A, Carini V, Patti B, Bonanno A, Basilone G, et al. (2003) Anchovy egg and larval distribution
in relation to biological and physical oceanography in the Strait of Sicily. Hydrobiologia 503: 117–120.
doi: 10.1023/B:HYDR.0000008473.96144.d3
5. Sarmiento JL, Slater R, Barber R, Bopp L, Doney SC, et al. (2004) Response of ocean ecosystems to
climate warming. Global Biogeochem Cy 18. doi: 10.1029/2003GB002134
6. Schmittner A (2005) Decline of the marine ecosystem caused by a reduction in the Atlantic overturn-
ing circulation. Nature 434: 628–633. doi: 10.1038/nature03476 PMID: 15800620
7. Weston K, Fernand L, Mills DK, Delahunty R, Brown J (2005) Primary production in the deep chloro-
phyll maximum of the central North Sea. J Plankton Res 27: 909–922. doi: 10.1093/plankt/fbi064
8. Kiørboe T (2008) A mechanistic approach to plankton ecology. Princeton University Press.
9. Karsenti E, Acinas S, Bork P, Bowler C, Vargas CD, et al. (2011) A holistic approach to marine eco-
systems biology. PLoS Biol 9(10): e1001177. doi: 10.1371/journal.pbio.1001177 PMID: 22028628
10. Melbourne-Thomas J, Constable A, Wotherspoon S, Raymond B (2013) Testing paradigms of eco-
system change under climate warming in antarctica. PLoS ONE 8(2): e55093. doi: 10.1371/journal.
pone.0055093 PMID: 23405116
11. Klausmeier CA, Litchman E (2001) Algal games: the vertical distribution of phytoplankton in poorly
mixed water columns. Limnol Oceanogr 46: 1998–2007. doi: 10.4319/lo.2001.46.8.1998
Dynamics of Deep Chlorophyll Maximum in Tyrrhenian Sea
PLOSONE | DOI:10.1371/journal.pone.0115468 January 28, 2015 26 / 31
12. Huisman J, Thi NNP, Karl DM, Sommeijer B (2006) Reducedmixing generates oscillations and chaos
in the oceanic deep chlorophyll maximum. Nature 439: 322–325. doi: 10.1038/nature04245 PMID:
16421570
13. Ryabov AB, Blausius B (2008) Population growth and persistence in a heterogeneous environment:
the role of diffusion and advection. Math Model Nat Phenom 3: 42–86. doi: 10.1051/mmnp:2008064
14. Ryabov A (2012) Phytoplankton competition in deep biomass maximum. Theor Ecol 5: 373–385. doi:
10.1007/s12080-012-0158-0
15. Valenti D, Denaro G, La Cognata A, Spagnolo B, Bonanno A, et al. (2012) Picophytoplankton dynam-
ics in noisy marine environment. Acta Phys Pol B 43: 1227–1240. doi: 10.5506/APhysPolB.43.1227
16. Denaro G, Valenti D, La Cognata A, Spagnolo B, Bonanno A, et al. (2013) Spatio-temporal behaviour
of the deep chlorophyll maximum in Mediterranean Sea: Development of a stochastic model for pico-
phytoplankton dynamics. Ecol Complex 13: 21–34. doi: 10.1016/j.ecocom.2012.10.002
17. Denaro G, Valenti D, Spagnolo B, Basilone G, Mazzola S, et al. (2013) Dynamics of two pico-phyto-
plankton groups in Mediterranean Sea: Analysis of the deep chlorophyll maximum by a stochastic ad-
vection-reaction-diffusion model. PLoS ONE 8(6): e66765. doi: 10.1371/journal.pone.0066765
PMID: 23826130
18. Hickman A, Dutkiewicz S, Williams R, Follows M (2010) Modelling the effects of chromatic adaptation
on phytoplankton community structure in the oligotrophic ocean. Mar Ecol Prog Ser 406: 1–17. doi:
10.3354/meps08588
19. Beversdorf L, Miller T, McMahon K (2013) The role of nitrogen fixation in cyanobacterial bloom toxicity
in a temperate, eutrophic lake. PLoS ONE 8(2): e56103. doi: 10.1371/journal.pone.0056103 PMID:
23405255
20. Klausmeier CA, Litchman E, Levin SA (2007) A model of flexible uptake of two essential resources. J
Theor Biol 246: 278–289. doi: 10.1016/j.jtbi.2006.12.032 PMID: 17291537
21. Huisman J, Weissing FJ (1994) Light-limited growth and competition for light in well-mixed aquatic en-
vironments: An elementary model. Ecology 75: 507–520. doi: 10.2307/1939554
22. Ryabov AB, Rudolf L, Blasius B (2010) Vertical distribution and composition of phytoplankton under
the influence of an upper mixed layer. J Theor Biol 263: 120–133. doi: 10.1016/j.jtbi.2009.10.034
PMID: 19896955
23. Denaro G, Valenti D, Spagnolo B, Bonanno A, Basilone G, et al. (2013) Stochastic dynamics of two
picophytoplankton populations in a real marine ecosystem. Acta Phys Pol B 44: 977–990. doi: 10.
5506/APhysPolB.44.977
24. Norberg J (2004) Biodiversity and ecosystem functioning: a complex adaptive systems approach.
Limnol Oceanogr 49: 1269–1277. doi: 10.4319/lo.2004.49.4_part_2.1269
25. Yeo SK, Huggett M, Eiler A, RappèM (2013) Coastal bacterioplankton community dynamics in re-
sponse to a natural disturbance. PLoS ONE 8(2): e56207. doi: 10.1371/journal.pone.0056207 PMID:
23409156
26. Grenfell BT, Wilson K, Finkenstädt BF, Coulson TN, Murray S, et al. (1998) Noise and determinism in
synchronized sheep dynamics. Nature 394: 674–677. doi: 10.1038/29291
27. Zimmer C (1999) Life after chaos. Science 284: 83–86. doi: 10.1126/science.284.5411.83
28. Bjørnstad ON, Grenfell BT (2001) Noisy clockwork: Time series analysis of population fluctuations in
animals. Science 293: 638–643. doi: 10.1126/science.1062226 PMID: 11474099
29. Spagnolo B, Cirone M, La Barbera A, de Pasquale F (2002) Noise induced effects in population dy-
namics. J Phys Condens Matter 14: 2247–2255. doi: 10.1088/0953-8984/14/9/313
30. La Barbera A, Spagnolo B (2002) Spatio-temporal patterns in population dynamics. Physica A 314:
120–124. doi: 10.1016/S0378-4371(02)01173-1
31. Spagnolo B, La Barbera A (2002) Role of the noise on the transient dynamics of an ecosystem of in-
teracting species. Physica A 315: 114–124. doi: 10.1016/S0378-4371(02)01245-1
32. Spagnolo B, Fiasconaro A, Valenti D (2003) Noise induced phenomena in Lotka-Volterra systems.
Fluct Noise Lett 3: L177–L185. doi: 10.1142/S0219477503001245
33. Spagnolo B, Valenti D, Fiasconaro A (2004) Noise in ecosystems: A short review. Math Biosci Eng 1:
185–211. doi: 10.3934/mbe.2004.1.185 PMID: 20369967
34. Valenti D, Fiasconaro A, Spagnolo B (2004) Stochastic resonance and noise delayed extinction in a
model of two competing species. Physica A 331: 477–486. doi: 10.1016/j.physa.2003.09.036
35. Valenti D, Fiasconaro A, Spagnolo B (2004) Pattern formation and spatial correlation induced by the
noise in two competing species. Acta Phys Pol B 35: 1481–1489.
36. Spagnolo B, Valenti D, Fiasconaro A (2005) Transient behavior of a population dynamical model.
Prog Theor Phys Supp 157: 312–316. doi: 10.1143/PTPS.157.312
Dynamics of Deep Chlorophyll Maximum in Tyrrhenian Sea
PLOSONE | DOI:10.1371/journal.pone.0115468 January 28, 2015 27 / 31
37. Caruso A, Gargano ME, Valenti D, Fiasconaro A, Spagnolo B (2005) Cyclic fluctuations, climatic
changes and role of noise in planktonic foraminifera in the Mediterranean Sea. Fluct Noise Lett 5:
L349–L355. doi: 10.1142/S0219477505002768
38. Chichigina O, Valenti D, Spagnolo B (2005) A simple noise model with memory for biological systems.
Fluct Noise Lett 5: L243–L250. doi: 10.1142/S0219477505002616
39. Fiasconaro A, Valenti D, Spagnolo B (2006) Asymptotic regime in N random interacting species. Eur
Phys J B 50: 189–194. doi: 10.1140/epjb/e2006-00058-4
40. Valenti D, Schimansky-Geier L, Sailer X, Spagnolo B (2006) Moment Equations for a Spatially Ex-
tended System of Two Competing Species. Eur Phys J B 50: 199–203. doi: 10.1140/epjb/e2006-
00102-5
41. Chichigina OA (2008) Noise with memory as a model of lemming cycles. Eur Phys J B 65: 347–352.
doi: 10.1140/epjb/e2008-00226-6
42. Valenti D, Tranchina L, Cosentino C, Brai M, Caruso A, et al. (2008) Environmental metal pollution
considered as noise: Effects on the spatial distribution of benthic foraminifera in two coastal marine
areas of Sicily (Southern Italy). Ecol Model 213: 449–462. doi: 10.1016/j.ecolmodel.2008.01.023
43. Liu QX, Jin Z, Li BL (2008) Resonance and frequency-locking phenomena in spatially extended phyto-
plankton-zooplankton system with additive noise and periodic forces. J Stat Mech-Theory Exp 5:
P05011.
44. La Cognata A, Valenti D, Dubkov A, Spagnolo B (2010) Dynamics of two competing species in the
presence of levy noise sources. Phys Rev E 82: 011121(1–8). doi: 10.1103/PhysRevE.82.011121
45. Chichigina OA, Dubkov AA, Valenti D, Spagnolo B (2011) Stability in a system subject to noise with
regulated periodicity. Phys Rev E 84: 021134(1–10). doi: 10.1103/PhysRevE.84.021134
46. Pankratov EL, Spagnolo B (2005) Optimization of impurity profile for p-n junction in etherostructures.
Eur Phys J B 46: 15–19. doi: 10.1140/epjb/e2005-00233-1
47. Dubkov AA, Spagnolo B (2005) Acceleration of diffusion in randomly switching potential with super-
symmetry. Phys Rev E 72: 041104(1–8). doi: 10.1103/PhysRevE.72.041104
48. Bonanno G, Valenti D, Spagnolo B (2007) Mean escape time in a system with stochastic volatility.
Phys Rev E 75: 016106(1–8). doi: 10.1103/PhysRevE.75.016106
49. Bonanno G, Valenti D, Spagnolo B (2006) Role of noise in a market model with stochastic volatility.
Eur Phys J B 53: 405–409. doi: 10.1140/epjb/e2006-00388-1
50. Valenti D, Augello G, Spagnolo B (2008) Dynamics of a fitzhugh-nagumo system subjected to auto-
correlated noise. Eur Phys J B 65: 443–451. doi: 10.1140/epjb/e2008-00315-6
51. Thingstad TF, Rassoulzadegan F (1995) Nutrient limitations, microbial food webs, and biological C-
pumps: Suggested interactions in a P-limited Mediterranean. Mar Ecol Prog Ser 117: 299–306. doi:
10.3354/meps117299
52. Ribera d’AlcalàM, Civitarese G, Conversano F, Lavezza R (2003) Nutrient ratios and fluxes hint at
overlooked processes in the Mediterranean Sea. J Geophys Res 108(C9), 8106. doi: 10.1029/
2002JC001650
53. Denis M, Thyssen M, Martin V, Manca B, Vidussi F (2010) Ultraphytoplankton basin-scale distribution
in the eastern Mediterranean Sea in winter: link to hydrodynamism and nutrients. Biogeosciences 7:
2227–2244. doi: 10.5194/bg-7-2227-2010
54. Mei ZP, Finkel ZV, Irwin AJ (2009) Light and nutrient availability affect the size-scaling of growth in
phytoplankton. J Theor Bio 259: 582–588. doi: 10.1016/j.jtbi.2009.04.018
55. McGillicuddy DJ, Robinson AR, Siegel DA, Jannasch HW, Johnson R, et al. (1998) Influence of meso-
scale eddies on new production in the Sargasso Sea. Nature 394: 263–265. doi: 10.1038/28367
56. Rodriguez J, Tintore J, Allen JT, Blanco JM, Gomis D, et al. (2001) Mesoscale vertical motion and the
size structure of phytoplankton in the ocean. Nature 410: 360–363. doi: 10.1038/35066560 PMID:
11268210
57. Vidussi F, Claustre H, Manca BB, Luchetta A, Martin JC (2001) Phytoplankton pigment distribution in
relation to upper thermocline circulation in the eastern Mediteranean Sea during winter. J Geophys
Res 106(C9): 19936–19956.
58. Olson RJ, Zettler ER, DuRandMD (1993) Phytoplankton analysis using flow cytometry. In: Handbook
of methods in aquatic microbial ecology. Lewis Publishers, Boca Raton, FL, USA, pp 175–186.
59. Casotti R, Landolfi A, Brunet C, D’Ortenzio F, Mangoni O, et al. (2003) Composition and dynamics of
the phytoplankton of the Ionian Sea (Eastern Mediterranean). J Geophys Res 108(C9), 8116. doi: 10.
1029/2002JC001541
Dynamics of Deep Chlorophyll Maximum in Tyrrhenian Sea
PLOSONE | DOI:10.1371/journal.pone.0115468 January 28, 2015 28 / 31
60. Brunet C, Casotti R, Vantrepotte V (2008) Phytoplankton diel and vertical variability in photo-biological
responses at a coastal station in the Mediterranean Sea. J Plankton Res 30: 645–654. doi: 10.1093/
plankt/fbn028
61. Yoshiyama K, Mellard J, Litchman E, Klausmeier C (2009) Phytoplankton competition for nutrients
and light in a stratified water column. Am Nat 174: 190–203. doi: 10.1086/600113 PMID: 19538096
62. Monin AS, Yaglom AM (1971) Statistical fluid mechanics. Mass. Inst. Technol.
63. Oakey NS, Elliott JA (1982) Dissipation within the surface mixed layer. J Phys Oceanogr 12: 171–
185. doi: 10.1175/1520-0485(1982)012%3C0171:DWTSML%3E2.0.CO;2
64. Denman KL, Gargett AE (1983) Time and space scales of vertical mixing and advection of phyto-
plankton in the upper ocean. Limnol Oceanogr 28: 801–815. doi: 10.4319/lo.1983.28.5.0801
65. Nishimura H, Nakamura Y (1987) A new method of estimating vertical diffusion coefficient. Cont Shelf
Res 7: 1245–1256. doi: 10.1016/0278-4343(87)90087-2
66. Nakamura Y, Hayakawa N (1991) Modelling of thermal stratification in lakes and coastal seas. In: Hy-
drology of Natural and Manmade Lakes. IAHS Publ., volume 206, pp. 227–236.
67. Massel SR (1999) Fluid Mechanics for Marine Ecologists. Springer-Verlag, Berlin Heidelberg.
68. Peters H, Gregg MC, Toole JM (1988) On the parameterization of Equatorial Turbulence. J Geophys
Res 93: 1199–1218. doi: 10.1029/JC093iC02p01199
69. Morel A (1997) Consequences of a Synechococcus bloom upon the optical properties of oceanic
(case 1) waters. Limnol Oceanogr 42(8): 1746–1754. doi: 10.4319/lo.1997.42.8.1746
70. Brunet C, Casotti R, Vantrepotte V, Conversano F (2007) Vertical variability and diel dynamics of pico-
phytoplankton in the Strait of Sicily, Mediterranean Sea, in summer. Mar Ecol Prog Ser 346: 15–26.
doi: 10.3354/meps07017
71. Ribera d’AlcalàM, Brunet C, Conversano F, Corato F, Lavezza R (2009) Nutrient and pigment distri-
butions in the southern Tyrrhenian Sea during mid-summer and late fall 2005. Deep-Sea Res PT II
56: 676–686. doi: 10.1016/j.dsr2.2008.07.028
72. La Ferla R, Maimone G, Azzaro M, Conversano F, Brunet C, et al. (2012) Vertical distribution of the
prokaryotic cell size in the Mediterranean Sea. Helgol Mar Res 66(4): 635–650. doi: 10.1007/s10152-
012-0297-0
73. Grasshoff K (1976) Methods of seawater analysis. Verlang Chemie, New York.
74. Brunet C, Casotti R, Vantrepotte V, Corato F, Conversano F (2006) Picophytoplankton diversity and
photoacclimation in the Strait of Sicily (Mediterranean Sea) in summer. I. Mesoscale variations. Aquat
Microb Ecol 44: 127–141. doi: 10.3354/ame044127
75. Casotti R, Brunet C, Aronne B, Ribera d’AlcalàM (2000) Mesoscale features of phytoplankton and
planktonic bacteria in a coastal area as induced by external water masses. Mar Ecol Prog Ser 195:
15–27. doi: 10.3354/meps195015
76. Garczarek L, Dufresne A, Rousvoal S, West NJ, Mazard S, et al. (2007) High vertical and low horizon-
tal diversity of prochlorococcus ecotypes in the Mediterranean Sea in summer. FEMSMicrobiol Ecol
60: 189–206. doi: 10.1111/j.1574-6941.2007.00297.x PMID: 17391326
77. Mella-Flores D, Mazard S, Humily F, Partensky F, Mahé F, et al. (2011) Is the distribution of Prochloro-
coccus and Synechococcus ecotypes in the Mediterranean Sea affected by global warming? Bio-
geosciences 8(9): 2785–2804. doi: 10.5194/bg-8-2785-2011
78. Moore LR, Goericke R, Chisholm SW (1995) Comparative physiology of synechococcus and pro-
chlorococcus: influence of light and temperature on growth, pigments, fluorescence and absorptive
properties. Mar Ecol Prog Ser 116: 259–275. doi: 10.3354/meps116259
79. Partensky F, HessW, Vaulot D (1999) Prochlorococcus, a marine photosyntheic prokaryote of global
significance. Microbiol Mol Biol Rev 63: 106–127. PMID: 10066832
80. Morel A, Ahn YH, Partensky F, Vaulot D, Claustre H (1993) Prochlorococcus and Synechococcus: A
comparative study of their optical properties in relation to their size and pigmentation. J Mar Res 51:
617–649. doi: 10.1357/0022240933223963
81. Bougaran G, Bernard O, Sciandra A (2010) Modeling continuous cultures of microalgae colimited by
nitrogen and phosphorus. J Theor Biol 265: 443–454. doi: 10.1016/j.jtbi.2010.04.018 PMID:
20433853
82. Turpin DH (1988) Physiological mechanisms in phytoplankton resource competition. In: Growth and
reproductive strategies of freshwater phytoplankton. Cambridge University Press, pp. 316–368.
83. Ryabov A, Blasius B (2011) A graphical theory of competition on spatial resource gradients. Ecol Lett
14: 220–228. doi: 10.1111/j.1461-0248.2010.01574.x PMID: 21265973
84. Raven JA, Finkel ZV, Irwin AJ (2005) Picophytoplankton: bottom-up an top-down controls on ecology
and evolution. J Geophys Res 55: 209–215.
Dynamics of Deep Chlorophyll Maximum in Tyrrhenian Sea
PLOSONE | DOI:10.1371/journal.pone.0115468 January 28, 2015 29 / 31
85. Veldhuis MJW, Timmermans KR, Croot P, Van Der Wagt B (2005) Picophytoplankton; a comparative
study of their biochemical composition and photosynthetic properties. J Sea Res 53: 7–24. doi: 10.
1016/j.seares.2004.01.006
86. Thingstad TF, Sakshaugh E (1990) Control of phytoplankton growth in nutrient recycling ecosystems.
Theory and terminology. Mar Ecol Prog Ser 63: 261–272. doi: 10.3354/meps063261
87. Quevedo M, Anadón R (2001) Protist control of phytoplankton growth in the subtropical northeast At-
lantic. Mar Ecol Prog Ser 221: 20–38. doi: 10.3354/meps221029
88. Raven JA (1998) The twelfth tansley lecture. Small is beautiful: the picophytoplankton. Funct Ecol 12:
503–513.
89. Denaro G (2014) Stochastic models for phytoplankton dynamics in marine ecosystem. PhD Thesis,
Università di Palermo, Italy, unpublished.
90. Shigesada N, Okubo A (1981) Effects of competition and shading in planktonic communities. J Math
Biol 12: 311–326. doi: 10.1007/BF00276919
91. Kirk JTO (1994) Light and Photosynthesis in Aquatic Ecosystems ( 2nd edition). Cambridge Universi-
ty Press.
92. Dimier C, Brunet C, Geider R, Raven J (2009) Growth and photoregulation dynamics of the picoeukar-
yote Pelagomonas calceolata in fluctuating light. Limnol Oceanogr 54: 823–836. doi: 10.4319/lo.
2009.54.3.0823
93. Timmermans KR, van der Wagt B, Veldhuis MJW, Maatman A, de Baar HJW (2005) Physiological re-
sponses of three species of marine pico-phytoplankton to ammonium, phospahte, iron and light limita-
tion. J Sea Res 53: 109–120. doi: 10.1016/j.seares.2004.05.003
94. Bertilsson S, Berglund O, Karl DM, Chisholm SW (2003) Elemental composition of marine Prochloro-
coccus and Synechococcus: implications for the ecological stoichiometry of the sea. Limnol Ocea-
nogr 48: 1721–1731. doi: 10.4319/lo.2003.48.5.1721
95. Rippka R, Coursin T, HessW, Lichtle C, Scanlan DJ, et al. (2000) Prochlorococcus marinusChisholm
et al. 1992 subsp. pastoris subsp. nov. strain PCC 9511, the first axenic chlorophyll a2/b2-containing
cyanobacterium (Oxyphotobacteria). Int J Syst Evol Micr 50: 1833–1847.
96. Brunet C, Casotti R, Aronne B, Vantrepotte V (2003) Measured photophysiological parameters used
as tools to estimate vertical water movements in the coastal Mediterranean. J Plankton Res 25:
1413–1425. doi: 10.1093/plankt/fbg091
97. Justić D, Rabalais NN, Turner RE (2002) Modeling the impacts of decadal changes in riverine nutrient
fluxes on coastal eutrophication near the Mississippi River Delta. Ecol Model 152: 33–46. doi: 10.
1016/S0304-3800(01)00472-0
98. Turner JS (1973) Buoyancy effects in fluids. Cambrige University.
99. Roache PJ (1976) Computational fluid dynamics. Hermosa Publishers, Albuquerque, NewMexico.
100. Roache PJ (1998) Fundamentals of Computational Fluid Dynamics. Hermosa Publishers, Albuquer-
que, NewMexico.
101. Tveito A, Winther R (1998) Introduction to Partial Differential Equations: A Computational Approach.
Springer-Verlag, New York, 392 pp.
102. Veldman AEP (2001) Computational Fluid Dynamics. Lecture Notes. University of Groningen, The
Netherlands.
103. Hundsdorfer W, Verwer JG (2003) Numerical solution of time-dependent advection-diffusion-reaction
equations. Springer Series in Computational Mathematics. Springer-Verlag, Berlin.
104. Thi NNP, Huisman J, Sommeijer BP (2005) Simulation of three-dimensional phytoplankton dynamics:
competition in light-limited environments. J Comput Appl Math 174: 57–77. doi: 10.1016/j.cam.2004.
03.023
105. Haefner JW (2005) Modeling biological systems: principles and applications. Springer.
106. Behrenfeld M, O’Malley R, Siegel D, McClain C, Sarmiento J, et al. (2006) Climate-driven trends in
contemporary ocean productivity. Nature 444: 752–755. doi: 10.1038/nature05317 PMID: 17151666
107. Barale V, Jaquet JM, Ndiaye M (2008) Algal blooming patterns and anomalies in the Mediterranean
Sea as derived from the SeaWiFS data set (1998–2003). Remote Sens Environ 112: 3300–3313.
doi: 10.1016/j.rse.2007.10.014
108. Mann KH, Lazier JRN (1996) Dynamics of marine ecosystems. Malden, MA, USA: Blackwell
Publishing.
109. Venrick EL, McGowan JA, Mantyla AW (1973) Deep maxima of photosynthetic chlorophyll in the Pa-
cific Ocean. Fish Bull 71: 41–52.
Dynamics of Deep Chlorophyll Maximum in Tyrrhenian Sea
PLOSONE | DOI:10.1371/journal.pone.0115468 January 28, 2015 30 / 31
110. Cullen JJ (1982) The deep chlorophyll maximum: comparing vertical profiles of chlorophyll a. Can J
Fish Aquat Sci 39: 791–803. doi: 10.1139/f82-108
111. Longhurst AR (1998) Ecological geography of the sea. San Diego, California, USA: Academic Press.
112. Letelier RM, Karl DM, Abbott MR, Bidigare RR (2004) Light driven seasonal patterns of chlorophyll
and nitrate in the lower euphotic zone of the North Pacific Subtropical Gyre. Limnol Oceanogr 49:
508–519. doi: 10.4319/lo.2004.49.2.0508
113. Venrick EL (1993) Phytoplankton seasonatity in the central North Pacific: The endless summer recon-
sidered. Limnol Oceanogr 38: 1135–1149. doi: 10.4319/lo.1993.38.6.1135
114. Li WKW (1995) Composition of ultraphytoplankton in the central North Atlantic. Mar Ecol Prog Ser
122: 1–8. doi: 10.3354/meps122001
115. Holm-Hansen O, Hewes CD (2004) Deep chlorophyll-a maxima (DCMs) in Antarctic waters. I. Rela-
tionships between DCMs and the physical, chemical, and optical conditions in the upper water col-
umn. Polar Biol 27: 699–710.
116. D’Ortenzio F (2003) Space and time occurrence of algal blooms in the Mediterranean: their signifi-
cance for the trophic regime of the basin. PhD Thesis, Open University of London, UK.
117. Lemesle V, Mailleret L (2008) A mechanistic investigation of the algae growth “droop”model. Acta
Biotheor 56: 87–102. doi: 10.1007/s10441-008-9031-3 PMID: 18247135
Dynamics of Deep Chlorophyll Maximum in Tyrrhenian Sea
PLOSONE | DOI:10.1371/journal.pone.0115468 January 28, 2015 31 / 31
